The Bioinformatics Open Source
) works year-round to plan the annual meeting.
Program
BOSC 2019 took place July 24-25, the last two days of the four-day ISMB/ECCB conference. The two-day meeting ( Figure 2 ) included a total of 46 talks and 55 posters, as well as eight self-organized Birds of a Feather interest groups ( Figure 3 ). During the meeting, attendees generated over 1500 tweets mentioning #BOSC2019 (you can find them in JSON format here).
The meeting opened with chair Nomi Harris noting that over its 20 years of history, BOSC has been held in 12 different countries, 6 US states and 2 Canadian provinces. BOSC co-chair Heather Wiencko followed these remarks with details about the Open Bioinformatics Foundation, BOSC's parent organization, and Kai Blin discussed the OBF's participation in Google Summer of Code.
The talks at BOSC were, as usual, organized into topic-based sessions, which included four recurring topic sessions:
• Open data Keynote This year's keynote speaker was University of Cape Town professor Nicola Mulder, who spoke on "Building infrastructure for responsible open science in Africa". In her keynote, she highlighted how sharing data in Africa involves technical, ethical and social challenges, observing that "It's really hard to convince people to share their data and their tools when they have such a history of being exploited." Despite these obstacles, the H3ABioNet Consortium that Prof. Mulder leads is making progress in building a pan-African bioinformatics network offering a diverse set of services across the continent. Among other things, they (1) provide distributed training, with a recent iteration teaching 700 people across Africa simultaneously; (2) support an African Open Science Platform; and (3) run crowdsourcing challenges to design predictive models for Malaria.
Birds of a Feather
Birds of a Feather (BoFs) are informal, self-organized meetups focused on specific topics. They are a great way to meet other like-minded community members and have an in-depth discussion on a topic of interest. BoFs, which can be proposed and run by any attendee, are always a popular part of BOSC. BOSC 2019 had eight BoFs:
• Welcome to BOSC (Figure 3 ): This now-traditional BoF is designed to welcome both new and returning members, answer their questions, and gather feedback to help the organizers make future meetings even better.
• Common Workflow Language: Participants learned about using CWL to create and run data analysis workflows in a portable and interoperable manner, and shared their experiences with writing and running CWL.
• Reimagining the paper: This BoF offered an opportunity to discuss and critique tools designed to drive reproducible research.
• KNIME: Attendees learned about the open source KNIME Analytics Platform for reproducible interactive data analysis, and offered feedback on use cases and features.
• Variant Storage and Analysis: Participants in this BoF discussed challenges and solutions for ingesting and storing variant data.
• The Open Bioinformatics Foundation public board meeting: This is discussed in the next section.
• Cloud Capable Data and Tooling: This BoF focused on pain points and opportunities for working with large datasets in the cloud.
• Biopython and Biotite Collaboration: Participants in this BoF discussed how to bring together the best aspects of both of these Python-focused projects. 
OBF Board Meeting

Plans for BOSC 2020
BOSC 2019 closed with an announcement: next year's meeting will be held in collaboration with Galaxy's Community Conference as the Bioinformatics Community Conference (BCC2020), which will take place in Toronto, Canada, July 19-22, 2020. BCC2020 will include a training day, the main two-day conference, two CoFest days, and two additional optional CoFest Encore days.
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